Single-crystal X-ray study T = 295 K Mean (C-C) = 0.003 Å R factor = 0.049 wR factor = 0.146 Data-to-parameter ratio = 13.0
], suggesting some delocalization in the unsaturated bridging unit. The C14-C13-C12 C9 torsion angle of 169.55 (2) indicates the deviation of the (N,N-dimethylamino)phenyl ring from the plane of the olefinic double bond. The structure exhibits an intramolecular hydrogen bond of the type C-HÁ Á ÁN (Table 2) .
Experimental
To a well stirred suspension of 4-(N,N-dimethylamino)benzaldehyde (1 g, 6.8 mmol) in 5% NaOH (10 ml) solution, was added 2-(4methoxyphenyl)acetonitrile (1 g, 6.8 mmol) along with a catalytic amount of tert-butylammonium bromide. The mixture was stirred at room temperature for 50 min, saturated with sodium chloride solu-tion and extracted with diethyl ether (3 Â 15 ml). The combined organic layer was dried over anhydrous sodium sulfate and evaporated under vacuum to obtain the crude mass, which on recrystallization from methanol gave (I) as a colourless crystalline solid (m.p 373 K). Single crystals of (I) suitable for the X-ray analysis were obtained by slow evaporation of a methanol solution. Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ).
H atoms were placed at idealized positions and allowed to ride on their parent atoms, with C-H = 0.93-0.96 Å and U iso (H) = xU eq (C), where x = 1.5 for methyl H atoms and x = 1.2 for other H atoms.
Data collection: XPRESS (MacScience, 2002); cell refinement: SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: SCALEPACK and DENZO (Otwinowski & Minor, 1997) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 1997); program(s) used to refine structure: SHELXL97 (Sheldrick, 1997); molecular graphics: PLATON (Spek, 2003) and ORTEPII (Johnson, 1976) ; software used to prepare material for publication: PLATON. The molecular structure of (I), with 50% probability displacement ellipsoids.
Figure 2
The crystal packing in (I), viewed down the b axis. Refinement. Refinement on F^2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F^2, conventional R-factors R are based on F, with F set to zero for negative F^2. The observed criterion of F^2 > σ(F^2) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F^2 are statistically about twice as large as those based on F, and R-factors based on all data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O7 −0.00932 (13) 0.05309 (19) 0.07640 (7) 0.0709 (5) (14) 0.0647 (10) −0.0395 (11) 0.0416 (9) −0.0104 (9) N19 0.0558 (8) 0.0623 (9) 0.0536 (8) −0.0027 (6) 0.0310 (7) 0.0013 (6) C1 0.0573 (10) 0.0566 (10) 0.0601 (10) −0.0075 (7) 0.0347 (9) 0.0023 (8) C2 0.0520 (9) 0.0418 (8) 0.0557 (9) 0.0023 (6) 0.0312 (8) 0.0004 (7) C3 0.0534 (9) 0.0542 (10) 0.0605 (10) −0.0069 (7) 0.0315 (8) −0.0026 (7) C4 0.0583 (10) 0.0591 (10) 0.0609 (10) −0.0089 (8) 0.0368 (8) 0.0000 (8) C5 0.0557 (9) 0.0524 (10) 0.0535 (9) −0.0001 (7) 0.0320 (8) −0.0012 (7) C6 0.0548 (10) 0.0565 (10) 0.0594 (10) −0.0092 (7) 0.0312 (8) −0.0035 (7) C8 0.0760 (14) 0.1124 (19) 0.0582 (11) −0.0323 (12) 0.0299 (11) −0.0104 (11) C9 0.0542 (9) 0.0451 (9) 0.0559 (9) 0.0005 (7) 0.0305 (8) −0.0011 (7) C10 0.0714 (11) 0.0606 (11) 0.0547 (9) −0.0087 (9) 0.0369 (9) −0.0027 (8) C12
0.0584 (10) 0.0564 (10) 0.0567 (10) −0.0042 (7) 0.0304 (8) −0.0008 (8) C13 0.0579 (10) 0.0514 (9) 0.0545 (9) −0.0011 (7) 0.0306 (8) 0.0014 (7) 
